22| 1 (DNA/RNA) F2710|E

DNA =& .
H AIO|E F4: https //www.bioneer.co.kr/
37k 8 20

Q! H O] X] 0 M 'Oligo (DNA / RNA)'E 22|}

BIONEER SMAN  dENY  EANE  NRUSSNY  FNAR  23NE R
bt

High Performance
PCR Instruments

A 2443t Conventional PCR ZH|,
AllinOneCycler™2 PCR A& Fxt1 AL

Oligo (DNA/RNA) NGS Sanger Sequencing CRISPR FHIH/mRNA B4 KT W 2Y T BY CHEE UM 4% DTC STt 24

22|11 (DNA/RNA) T2 Al Fo|gt M2 Ct31t 5L

BioRP HH|& 1~220| 2K ELICE (RNAE 1~2¥Y F7I 48)

HPLC 3! PAGE ®H= 2 3~4%0| 2 EL|C}.

7|EF AL

AN FEU(HEE SR 0]E): -TlﬂHIr°I 0|E0| s=delo| o|Ent CIE ZH<, FOHX}S
0|ES 39

Ol: 'Bioneer'2 2119135t & ETHohx} °|§% 'Oligo'E HESs 4%, &
(Oligo)' 2 HEA|EL|LCE,

M A|EO|= 'Bioneer

[

DNA / RNA 3 A| Fo|Artgh

221 (oligo) OO '#, |, S8 &+ EXE ALY + &L
22| (oligo) MEO= St £+ EXE =g + USLIC


https://www.bioneer.co.kr/

ean roomUA] M4 BIO 44 DN

27| AccuOligo® NAHO| L

ase, RNase, DNA Freeft AEiE 124

3l F=2 viEo

Oligo synthesis

HTHSHA &

n

o

MEOH  SHEEUCE (A

HEdREIE &

Al £l 8 821 LioiA ©f 3)

SO A| S 50 A (K|

' 55 &2 2006

Cf, BIOj2L{0F ART2

|21 Oligo0|
AccuOlige™? |28

SEYS A10-«

HESE=NEZRERES
Oligo O/ Wx|

02| oligot
SN S5 s HY 38

O|2 WXIHIE= PCR, Sequencing,
Enzyme cutting S0 T3 FH0| gig

v

Plate L4 Z} well 22|
Contamination x|

v

H& e FZ R AE B USE

AccuEBQ Probes S EGELIZ TSRS High Throughput

» Standard Oligonucleotide

Standard oligonuclectide B4 MH|AE 130 mer 0/512] 22|32 T4 Mol QU|Ch CHFSt g ASUS MHE

E Clefsis d= 7hsghunh

> 7HHE
M7lss k=L |
By A Base® 713 Bal (#)
base % -}
(nmole) (#) "
(mer) BioRP PAGE
25 450 15-34 g2 25,000
50 490 10-75 g8 25,000
200 1,000 5-110 22 30,000
1,000 2,500 5-130 = 40,000
10,000 20,000 5-50 22 29
15,000 30,000 5-50 T2 =

* Sequencing, Cloning & E primers PAGEEHE HESH S&LICL

Hof 2zt "ol

Madified Oligas

AT0f ) RS SAELILE

HEE= o F=2

Dual Labeled Probes | Extendamers™ Large Scale

flon] A gy £ B0 ot} Bio-RP, HPLC £+ PAGE

23% (00) =271
20base 7|E (%)
HPLC BioRP PAGE HPLC BioRP PAGE HPLC
25,000 2 1 15 2 3 3
25,000 4 2 25 2 3 3
30,000 3 6 7 2 3 3
40,000 30 18 25 2 3 3
22 300 150 200 2 3 3
=2 =249 22| =2 3 4 4
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BiON EER Welcome, Bioneer SignIn or Create an Account ENGLISH
Innovation : Value - Discovery
About Life Science Research Molecular Diagnostics Industrial & Applied Science Notice Help e | =
Home Life Science Research Service Oligo Synthesis DNA Olige
DNA Oligo
Please sign in before filling out form. Data will not be saved without sign in.
Contact Person Name * Contact Email Address *
Comments
DNA Oligomer Information [Help] [Mixed Base Code] *
O No Name Sequence (5'->3") Scale Purif
oo
Modification 5t None v 3': None v Internal :  None v
1 | Add oligo | | Remove selected | ‘ Copy selected ‘ File Up\oad: Download Form
ol pS| L o A .
28 A= Lk 2sUch
=. =29 ol
0|F: =2|1 O|F= YHTHM 8.
. = 35
ME: g7 ME ZEE YHSMR
S o = Io1%e Eo ="Zlg
2 dscale / SHEYE HE HES 2952 check HES 2E5HM R
Modification 41EH:
o o | = . o — . o . o = o E o
FG7IMEE Y8 = 5,3, int KON Bt =5 M 5 FII5H7| HES

22314 2.

< XDOo —
o A&Probe FE2 HPLC &= PAGE “gH|7H JMEH
DNA Oligomer Information [Help] [Mixed Base Code] [TM Calculator] [Search my orders] *
(] No Name Sequence (5'-»3")

[m] 1 i
Bioneer [[FAMIAGCATCAGCTACGACT

Add Medifications

check

e

Internal | None

5':] FAM w apply 3":| Nene w apply
N 3 selectad sequence input box
Deoxypurine -
Add/Remove Rows 1 Add Remove selected ¢| Desthiobiotin TEG
DIG
Additional Input Methods @ Copy & Paste | click here @ File U| Dithiol
DNP-TEG

dSpacer

EBQ-dT
EDTA-C2-dT
Epoch Eclips Quencher

o YIS AR T "BHITLIO FI} HES 22Yo}
SR RO

e

Scale

apply

Purif

Z

A
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tHEd

A. Copy&Paste: 2 A}
Lk

H}
o

ol
x

Copy and Paste Oligo

Scale | 25 nmole v

Purification | BioRP v
Primerl
AGCATCAGCTAGCATCAGC
Primer2
GAAGCATCAGCTAGCATCAGC
Primer3

YTYAGCATCAGCTAGCATCAGC

OKHES FEH X522 W8S &olstn Z2|1d MY, 2dscale, A
HA|E L
B. Excel It UZE: ChE F= Al HE|SIH, 2t S2|10f CHs{ gdscale E= &
B0 A8 = ASLICH
1. Excel &4 OIS CH2ERESHL, S2(100 Oigh M2 S28 Y=ot XN
2. MZE LS Y=EotE FE Ho|X[of oo AHE YE= HA[ELCH
DNA Oligomer Information [F20#52] [2Hscaleo|27] [Mixed Base Code] [TM Calculator] lo| 2 Hu] -
. No Name Sequence (5'->3") Scale Purif
= L check v
y
:dd""f"i‘a"“i'l":'nﬂsmm 5| None v | &Il 3 None v @l Internal ;| None v =
Add/Remove Rows 1 | Add = Removeselected  Copy selected

Additional Input Methods

1) Copy & Paste !

EH
H

=0 7|2 ZHEsHA og 7o 22|1E

ex) primer name(Forward)

TTTGAGTACATGGGAGGCTG

Primer name(Reverse)

AAGGCTGGGATGTTGTTCTG
* RTAS 0IEE BV 7, E HHEE ol0| KA AJRAE 7I¥FUCL
Y RER A EA MO M= E HEEE SH 2ELIch

==}

click here 2) File Upload(Download Form)

M "ol o

Q2{StA I ALBSIAIE

T4 Holg HE b EEZ Power Pivot
% | [Vyad e % o L z- jo)
B - R 7 .| wE o - =7 QL
g : B A4~ - -
EECIY 23 5 o EIT Al - L] #7t75]
4 &2 x v kK -
A B C D E F G H I J K L M IE
1 Oligo NAME Scale |[Purification|  SEQUENCE (5 >3} | Zhajube
2 | TESTUE sA 25 nmole BioRP aaasaaaasaaaaa A € Oligo Name
3 B E: 84 Scaled MBI FH 2
4 = C & Purification2 HE5I0] FH 2 =]
| S ) = TR ETRRP=STTRE FEETIT
UE G EIL AMET 2 H 20l
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C. F& =4, 7
k=) ey =) 'HHF o Ao =A2lg 2 =2 X CC
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RNA =& 3 EHX}t

Oligo synthesis

RNA

w
1 Turbo si-Designer
in}
2 : e TS A NFHMH LN NCICIS 2% SiRNA design algorithm@! Turbo si-Desi
man, Mouse 3 Rat0flAf 44,000 £} SEX0 thIA 132,000 7§2) predesigned SIRNA ARar i = . g0 a'gor esig
- L e . 5 2 - ner® & Genom de ned siRNA CO|E| SO A8 9 X507 252t knockd
7 CIXpQE R0 FH|L0] UK, ChES 25001F 0|42 Modification MB|AS HIZH
own ZR2| siRNAE &
£e|2 ULt
w
FH LEet 3R sif
rget mRNA knockdown ZSS &
ERO| LIS W] SIRNAS 2

AccuTarget™ Genome-Wide Predesigned siRNA - 1
Human/Mouse/Rat2] 44,0007 target §HXH th#t 132,000742 predesigned siRNAS A3 <e| D USLICH SRR ]
Single strand RNA ! .

Custom RNA Synthesis= 2240] @F5H= RNA sequence= 24134 MH|A0]t4, 250 Cret ModificationT 7bs & m’l

LiCtH

Double strand RNA

Custom SIRNA Synthesis= 20| 2731 SIRNA sequenceS SHAIS] S2i= AJHIA 0|0, 2500159 LI Modifications 7S FRUEI|

BHCH

AccuTargef™ Human miRNA mimics & inhibitors m"
AccuTargef™ Human miRNAS miRBase Ver.22 % HE S S41st0{ HIZELILL : i

Lt7] 297|2t
BioRP HA|: & 2~32 AQE!L|CT
HPLC % PAGE ™X|: 4~5%0| AQ=lL|C}

o Contact Person Name (&%=
=
=

HAh  FEXAA AL OHE 49 +=8A 0|E_E
HEZE AEO YA O] 7|17F Elof ==&t

- Ex: FEXA 'HO|L|of @2 ZQlZ Contact Person NameOf| 'Oligo' 2 HZA A| ZZE
A EO|& 'HtO|2L|0kOligo)' 22 ®E7| EL|Ct,

o Contact Mobile Phone : Hi% ®

o
o Comments : 9| QHEAIZO0|
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r2

HU
H



AccuTarget™ Predesigned siRNA

AccuTargef™ Genome-Wide Predesigned siRNA
Human/Mouse/Rat2| 44,0007 target SHAM| CiE 132,000742] predesigned siRNAS H3# =22 2lsuch

® Enter Gene symbol or id in the Search Keyword input field and click the Search button.

AccuTarget™ Predesigned SiRNA

SIEA| 2791 3 FEME SMSIFAIT| HIRILICH

AN F2

* SIRNAS] MY 2 genedi| St M7} ZAIE0) Ul HEE 4 2oL, MERS SA0| M HI 3 siRNA MBS FEE 2!/ Double Strand RNA OligoE 0|28 FHAIR.
Organism O Al ® human O mouse O rat

Search field O Gene ID Gene symbol O Gene synonyms O Accession No

Search keyword

Search

Search result 2 0

AccuTarget™ qPCR
Primer

o) 7}

= olm Y B2

Organism Gene symbol, id Gene synohyms Description RMA accession siRNA IDs

i)g

|Ct

30

* 2 R G 3742 siRNAE HEE & :

*-1,-2 8 -32 O|2Ho= LKAl X =&80| 7tE =2 =MUZ =97t HAZLCH
FHXO| Cist gpCR ZE20|HE F2 7HSELCH (100 reaction / 200 reaction).

* qPCR Primer & 100/200 reaction2 2 3|4 A| 15 pmole YLICt.

*

p The Bioneer's Guarantee
Z2 [FTXO| et 3702 siRNAE T RISHA|H, Bioneer= 370 S0|A 2747} target mRNA
level2| 80%0|42| knockdown &&8 E&ELICt Target FHALS| mRNA =F0IA 80% O|+2

knockdown 2&0| §i& &, KnockdownO| & M7tX| Fot XS = AS FHLICE

* Ch EALOAM Q3tE CF2at 22 supporting datag 2= 2 XESHAOF BtL|CH,
1. siRNA Knockdown efficiency data: NC (AccuTarget™ Negative Control) and siRNA
concentration at 100 nM
2. Transfection efficiency data: PC (AccuTarget™ GAPDH/GFP/Luciferase siRNA) and NC

(AccuTarget™ Fluorescein-labeled Negative Control)



Single Strand RNA(Custom)

Single strand RNA

Lo

Custom RNA Synthesis= 1240] 2738H= RNA sequenceE B3 E2|= Mu|A0|0], 25009 % 2| Ciekel Modification= 7hs & FEH2I1|

o 7N 7|9c Y3y

Contact Person Name [2=3xH] * Contact Mobile Phone *

Comments [E4/24 3 @EAE]

Single Strand Information [F207 2] [E4scaleo|l?] [0|H F2 24] RNA MZ 2 ti27} [A, G, C, UIZ, DNA M2 2

= Lo REA AS0ILE IDE Y=ol HM HES SESHM K.

287 [a, ¢, g, t] 2 YA 7| iU +

] No Name Sequence (5'->3') RMA:[A,C,G6,U] DNA:[a,cgt] Scale Purif
o 1 check 4 4
P
Add Modifications 5': Mone v | EIpe| 3': Mene I Internal 1| Nene ~ R
in a selected sequence input box
Add/Remove Rows 1 Add Remove selected Copy selected
Additional Input Method U Copy & Paste ! click here 2 File Upload(Download Form) :MEE—N‘E o2 gE
g8 EXts Ot 25U
O|F: 22|11 0|55 YHSIME
ME: g7 M8 SES YHstMe
Ydscale / EHILY HE HES 2dAstz{H =20 HES SE5IM L
Modification &4
o MES YTt = 5,3 int XM B0 S=S MEHSH g F715H7| HES
ZESHM 2
e AProbe FEZ2 HPLC FH|2 MY




Double Strand RNA(Custom)

Double strand RNA

Custom sIRNA Synthesis= 1280] 2 73}= siRNA sequenceE B3| S2]= Mu|20|0], 2500 32| crdet Modificationt t5

et

Contact Person Name [H<=3%] * Contact Mobile Phone *

Comments [EH4/24 B QEAE]

Double Strand Information [FE0i=] [E4dscaleo|2t?] [o]H F2 4]

RNA M2 2R [A, G, C, U|Z, DNA MI2 28X [a, ¢, g, t] 2 YASHAI7| BHRILICH +

0 No Name Sequence (5'-=3") RMA:[A,C,G,U] DMA:la,c g t] Annealing Scale
] 1 Sense
check
AntiSense
Add Modifications 5': None v || &2k 3': Mone SO~ Internal ;| None v | &I
in a selected sequence input box
Add a Overhang Nane v =747
in a sele d sequendce Input box
Add/Remove Rows 1 Add Remove selected Copy selected
Additional a Input Method File Upload(Download Form) © | Ib2 4= [ MEA= I 9IS
* e ol S [e:] H | ol

Sense AMES o I, =X MUO| (S22 Antisense HEO| U E L|CH

mo Jm

(=]
-> Antisense A&

Yo Lo

H
=
HASI2H{ M, Backspace 7|E A8 MEZ X[R1 Jdt= ME2S

*5 ~ 30 baseZ O|FO{T MEOf Cidh O|F 7t5 RNA EHZS ot &= USLCh
* Check HHES Z8&|5t™ Annealing, Scale % Purification M8 JM0| ZM3HE L CH
-> Annealing®l A "Yes"E MEHSIH O|F 7tEf RNAZF MS k[, "No"E MEASHH
THl JHEF RNAZL MISE LCt,
* Overhang &7} &5t= OverhangE MEASID
*RNA == HO|X|0f A, CiZXt= ¢
DNAQZ|2 QIAIEL|CH

Modification 1EH
o MEZ2 YD = 5, 3, int YX[OAM ERTt =2 MEISH O FII8H7| HEZ
SEISIN 2
&4 3t =

o HProbe T2 HPLC HHZH MEH Jts ThL|C

Purif



AccuTarget™ Human miRNA Mimic & Inhibitor

AccuTargef™ Human miRNA mimics & inhibitors
AccuTargef™ Human miRNAE miRBase Ver.22 ME HEE S4sjd H2EL|Ch

® miRBase site link : https://eng.bioneer.com/mirna-library-mimic

A4 3 52
* miRNA Mimic & Inhibitor2| Mature Idi= Homo sapiens miRNAs (mirBase ver.22) Listtf| M ZA43}4 & 2l&L|ch

Search keyword

hsa-let-Ta-1
g
Search
Search result : 1

Accession Mimic Inhibitor

MI0000060 hsa-let-Ta-1| None i hsa-let-Ta-5p| None ~ hsa-let-Ta-3p  None ~
None
5 nmol

Liofl =3¢

miRNA library mimic ver.22

hsami- 196 3p MIDODOT4

mimic I} inhibitore
miRBase Ver.222| miRNA 2[0f CtE BT X E0| ERsId 42 e MEE,

Custom siRNA FZ22 2 AHSHA|H FL|Ct

H1
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AccuTarget™ siRNA control / miRNA control

AccuTarget ™ miRNA Controls
Verified highly efficient target gene KD effect AccuTarget ™ PC siRNA (Human GAPDH, GFP, Luciferase)

AccuTarget ™ siRNA Controls
Verified highly efficient target gene KD effect AccuTarget ™ PC siRNA (Human GAPDH, GFP, Luciferase) Products with low
homology to the target geneAccuTorget ™ NC siRNA (for Human, Mouse, Rat)

F— —

AccuTarget™ Control siRNA AccuTarget™ Negative AccuTarget™ Luciferase AccuTarget™ GFP Positive
Set Control siRNA Positive Control siRNA Control siRNA
As low as W81,000 As low as W68,000 As low as W68,000 As low as W68,000

GAPDH = GFP BioRP  HPLC BioRP  HPLC BioRP  HPLC

Luciferase

5 nmole 10 nmole 5 nmole 10 nmole 5 nmole 10 nmole
BioRP HPLC 20 nmole 20 nmole 20 nmole

AccuTarget™ GAPDH AccuTarget™ Fluorescein- AccuTarget™ Luciferase AccuTarget™ GFP Control
Positive Control siRNA labeled Negative Control Control siRNA Set (HPLC, 5 siRNA Set (HPLC, 5
SiRNA, HPLC nmole/P+2 nmole/N) [SS- nmole/P+2 nmole/N) [SS-

As low as W68,000
1013 1012
As low as W134,000 | !

BioRP | HPLC 112,000 112,000

5nmole | 10 nmole

5 nmole 10 nmole
20 nmole

20 nmole

== = == ==

AccuTarget™ GAPDH Control AccuTarget™ Luciferase AccuTarget™ GFP Control AccuTarget™ GAPDH Control
SiRNA Set (HPLC, 5 Control siRNA Set (BioRP, 5 siRNA Set (BioRP, 5 siRNA Set (BioRP, 5
nmole/P+2 nmole/N) [SS- nmole/P+2 nmole/N) [SS- nmole/P+2 nmole/N) [SS- nmole/P+2 nmole/N) [SS-
1011] 1003] 1002} 1001]

¥112,000 #81,000 #81,000 w81,000

o LAt Control ME FT2Al X / &9 scale (nmole) M2 MEHSIT FEZ
TIHSEA|H ElL|C}

® Control ME0| Chet ME HE= MISHK| §EELICH
o =0 Zast 22, =8 WESZ O|HLYLZE Z22IsiF M L. (sirna@bioneer.co.kr)



